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AMENDMENTS TO THE CLAIMS 

Listing of Claims 

1 . (Currently amended) A method for the fermentative production of at least one sulfur 
containing fin e chemical L-methionine , which comprises the following steps: 

a) ferm e ntation fermenting in a medium cells of a coryneform bacteria culture 
bacterium Corvnebacterium elutamicum for producing t h e d e sired sulfur ■ 
containing fine ch e mical L-methionine , the said coryneform bacteria expressing at 
least one heterologous nucleotide sequence which codes for a protein with 
homoserine O-acetyltransferase (metA) activit y, wherein said heterologous 
nucleotide sequence comprises a nucleotide sequence encoding a metA protein 
derived from Corvnebacterium dwkteriae having an amino acid sequence as set 
forth in SEP ID NO: 2 : 

b) concentration of the sulfur , containing fin e chemical concentrating L-methionine 
in the medium or in the bacterial cells, and 

c) isolation of th e sulfur containing fine chemical isolating L-methionine . 

2-4. (Cancelled) 

5. (Currently amended) A The method as claimed in claim 1 , wherein the metA-encoding 
nucleotide sequence comprises a coding sequence according to as set forth in SHQ TD NO'l-r^ 

5. 7, 9, 1 1, 13, 15, 17, 19, 21, 23, 25, 27, 29, 3 1 , 3 3, 35, 37, 39, 11, 13 and 45 or a nucleot i de 
sequ e nc e homologous thereto which cod e s -for a protein with metA activity . 

6. (Cancelled) 

7. (Currently amended) A The method as claimed in claim 1 , wherein the coding metA 
sequence is a DNA or RNA which can be replicated in coryneform bacteria or is stably 
integrated into the chromosome. 
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8. (Currently amended) A The method as claimed in claim 7, wherein 

a) a bacteria strain transformed with a plasmid vector carrying at least one copy of 
the coding metA sequence under the control of regulatory sequences is used, or 

b) a strain in which the coding metA sequence has been integrated into the bacteria 



9. (Currently amended) A The method as claimed in claim 1 , wherein the coding metA 
sequence is overexpressed. 

10. (Currently amended) A The method as claimed in claim 1, wherein bacteria are 
fermented in which additionally at least one further gene of the biosynthetic pathway of fee 
desrr^^lfu r - containin g-fti^ e chemi cal L-mefhionine has been amplified or mutated such that its 
activity is not influenced by metabolic metabolites. 

1 1 . (Currently amended) A The method as claimed in claim 1 , wherein bacteria are 
fermented in which at least one metabolic pathway, which reduces the production of fe e d e sired 
sal far containing fine chemical L-methionine . is at least partially switched off. 




12. (Currently amended) A The method as claim e d in of claim 1 , wherein coryneform 
bacteria are fermented in which, at the same time, at le a s t on e o f th e g e nes s elect e d from among 

a) the gone a lysC gene , which encodes an aspartate kinase, 

b) the glyc e ral de h y d e-3- phosphat e- d e hydrogenas e e ncoding g e n e gap ; 

e) fe e -3 - phosphoglyc e rat e kinase encoding genepgk; 

d) fee pyruvate carboxylase encoding g e ne pyc, 

e) fee4 riose phosphat e is o m e ras e encoding gene tpi, 

f) the methyl e ne t e trahydrofolate reductas e e ncoding ■ gene metF, 

g) the cystathionin e gamma synthase encoding g e ne metB; 

h) the cystathionin e gamma lya s e encoding gen e m e tC^ 

i) serin e hydroxym e thyltransferas o e ncoding g e ne glyA, 

j) th e O ac e tylhomooorino sulfhydrylase encoding g e ne metV, 



chromosome is used. 




3 



Application No.; 10/525,674 
Amendment Dated November 3, 2006 
Reply to Office Action of May 4, 2006 



Docket No. : 1 3 1 1 1 -00002-US 



th e vit a min B12 - d e p e nd c nt m e th i onine synthase encodinj 
th e phosphos e rin e aminotr a nsferase encoding gene s e rC, 




m) the phosphos e rine phosph at a se-ea eeding-gene serB, 

n) th e seri n e ac etyltransferas e e ncoding gen e <s ys E r a ft d 

e) th e g one ho rn, which encodes a homos e rin e dehydrogenaser 

is overexpressed or mutated in such a way that the activity of the corresponding prot e in s protein 
is influenced by metabolic metabolites to a smaller extent, if at all, compared to a nonmutated 

13. (Cancelled) 

14. (Currently amended) A The method as-eteimed-in of claim L 17, wherein 



15-16. (Cancelled) 

1 7. (New) A method for the production of L-methionine, which comprises the following 
steps: 

a) fermenting in a medium cells of a coryneform bacterium for producing L- 
methionine, said coryneform bacteria expressing at least one heterologous 
nucleotide sequence which codes for a protein with homoserine O- 
acetyltransferase (metA) activity, wherein the heterologous metA-encoding 
nucleotide sequence is less than 100% homologous to the metA-encoding 
sequence from Corynebacteriurn glutumicum ATCC 13032; 

b) concentrating L-methionine in the medium or in the bacterial cells; and 

c) isolating L-methionine. 

1 8 . (New) The method of claim 1 7, wherein the metA-encoding nucleotide sequence 
comprises a coding sequence as set forth in SEQ ID NO:l. 




js of the species Corynebaet erium- g luta micum - 
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19. (New) The method of claim 17, wherein the metA-encoding nucleotide sequence codes 
for a protein with metA activity, said protein comprising an amino acid sequence as set forth in 
SEQ ID NO: 2 or a fragment of SEQ ID NO: 2 having metA activity. 

20. (New) The method of claim 17, wherein the coding metA sequence is a DNA or RNA 
which can be replicated in coryneform bacteria or is stably integrated into the chromosome. 

21. (New) The method of claim 17, wherein 

a) a bacteria strain transformed with a plasmid vector carrying at least one copy of 
the coding metA sequence under the control of regulatory sequences is used, or 

b) a strain in which the coding metA sequence has been integrated into the bacteria 
chromosome is used. 

22. (New) The method of claim 17, wherein the coding metA sequence is overexpressed. 

23. (New) The method of claim 17, wherein bacteria are fermented in which additionally at 
least one further gene of the biosynthetic pathway of L-methionine has been amplified or 
mutated such that its activity is not influenced by metabolic metabolites. 

24. (New) A method for the production of L-methionine, which comprises the following 
steps: 

a) fermenting in a medium cells of a coryneform bacterium for producing of L- 
methionine, said coryneform bacteria expressing at least one heterologous 
nucleotide sequence which codes for a protein with homoscrine O- 
acetyltransferase (metA) activity, wherein said heterologous nucleotide sequence 
comprises a nucleotide sequence encoding a metA protein derived from 
Corynebacterium diphteriae; 

b) concentrating L-methionine in the medium or in the bacterial cells; and 

c) isolating L-methionine. 
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25 . (New) The method of claim 24, wherein the metA-encoding nucleotide sequence 
comprises a coding sequence as set forth in SEQ ID NO:l. 

26. (New) The method of claim 24, wherein the metA-encoding nucleotide sequence codes 
for a protein with metA activity, said protein comprising an amino acid sequence as set forth in 
SEQ ID NO: 2 or a fragment of SEQ ID NO: 2 having metA activity. 

27. (New) The method of claim 24, wherein the coding metA sequence is a DNA or RNA 
which can be replicated in coryneform bacteria or is stably integrated into the chromosome. 

28. (New) The method of claim 24, wherein 

a) a bacteria strain transformed with a plasmid vector carrying at least one copy of 
the coding metA sequence under the control of regulatory sequences is used, or 

b) a strain in which the coding metA sequence has been integrated into the bacteria 
chromosome is used. 

29. (New) The method of claim 24, wherein the coding metA sequence is overexpressed. 

30. (New) The method of claim 24, wherein bacteria are fermented in which additionally at 
least one further gene of the biosynthetic pathway of L-methionine has been amplified or 
mutated such that its activity is not influenced by metabolic metabolites. 

3 1 . (New) The method of claim 24, wherein the coryneform bacterium is of the species 
Corynebacterium glutamicum. 
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